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[®HE] BHiY) HitEM#BEX LBk D4 {4 (dopamine receptor D4, DRD4 ) -521C—T( rs1800955) F:H
S USEFERURRUEREHRMNMEXME, ik A% SRR (Polymerase chain reaction, PCR) &
ERBFEAR QW7 70 ZEFBHFREMFAR 70 ZBREFF K DRD4 RRB R EMHHE, 4
R BREMWAZLERREGUEEBRNI T SRREEB ML, ERETEHEEX(LHR: ¥ =
3.79,P>0.05; x* =3.38,P>0.05) , & KALIESE DRD4 B MMt R B4 B R R v B R b o048
piz-Jis
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Relationship between the polymorphism of dopamine receptor D4 and primary osteoporosis in elder men
ZENG Yue-gui, CHEN Yan, YAO Jin, et al. Provincial Clinical College of Fujian Medical University, Fuzhou
350000, China
[ Abstract]
(DRD4) and primary osteoporosis in elder men in Fuzhou. Methods In 70 aged male patients with osteoporosis and

Objective To investigate the relationship between the polymorphism of dopamine receptor D4

70 healthy older men, the genotypes and alleles of DRD4 were detected and analyzed by using the polymerase chain
reaction and gene sequencing techniques. Results Osteoporosis genotype and allele frequency distribution of patients
compared with healthy older men was no significant difference ( respectively y* =3.79,P >0.05;y* =3.38,P >
0.05). Conclusion DRD4 gene could not be confirmed as candidate genes for primary osteoporosis in elderly men in

fE& A 350000 MM, BRERKEEHRESE (YA H); BEEYRERTHE(BE B).HaAMRk =), A0EH

Fuzhou region.
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B % i # SiE ( osteoporosis, OP) 2 LI E B W 4\
BHABMEHPIR T IR e A& i fa
WA —M R St 2 BB HER" . oP
ARNRREMGEREFRM, 2R OP MREN
BN WERRLEEERRTIER. FRHEOPZ
RETFHBIELEM O FULMEEAN, FEHKE
B RGN E 8% B M 2RV E A, SRR
RRBMEEMRIERH,50% ~80% KB FHELE
mEEREH, FENERGQEELEZD R
B BEEZE R RMEZENER, AREF
M4 KB F i TGF-B.IL-6.IGF-1 &R , A

DRD4; Genetic polymorphisms

BEREFEHXME, HXEER D4 Z{k(dopamine
receptor D4, DRD4) 53 45 5B 14 J& & ¥ B TR B A4 AE
BRI, FA RE B X R, BR R R
Wi, AHTEERMNEERERHRME, HIF
DRD4-521C-T 5EFEBHFHENRR, LK
DRD4 BEHEFEFH B RAMENREEER, K
ZEBHR T HAA KB RTTREE ZHKHE,
1 HH5F%

1.1 s 24 200705 ~200807 AR
B BB TR HEE R B REMEA 70 6,
HEBR T 520 B R A 5% A B IR A et e me B RIS



- 122 . * Chinese Joumal of New Clinical Medici

Wi 4EHh 60 ~96 %, FIEE 77.06 3 ; BIEHR
[ TLHEER 70 4 8 2 42 55 YEAE g R4, 4 #8 60
~88 %, FIILER 69.40 ¥, 2EHEBIHE LN E
BEREFLEEEHRDS,
1.2 ZBRHH
1.2.1 DNA M3E Bk 2 ~3 ml, L&
DNA iRz & AR E 4 DNA, -20 TR,
1.2.2 EESAHERE %M PCR Y, 510F
5% . F# 319 .5' TAGGCGTCGGCGGTTGAGTC 3',
Fi#28| ¥ 5 TAGGCGTCGGCGGTTGAGTC 3', PCR
RRKE R R AR 25 wl, DNA #4R 2 ng, b
TFH514974 10 pmol ,PCR mix 12. 5 pl; KB &MH4RH :
FEHE 94 °C 5 min 5 HATESR, 4 94 °C 30 5,38
K 55 °C 30 s, 3E{# 72 °C 1 min, 3£ 35 MEF, B)S 72
CEEM 5 min, 12 CHF, L 5% WERRILTEE
HOBRAR B R AR s kA PCR =4, R BIG , 2 2
E¥ M AR IR, W A 5] 2 NCBI Rl www.
ncbi. nim. nih. gov/SNP/snp_blastbyorg. cgi #47ZEH
SR,
1.3 Git¥h% HHH DRD4 SAMEETME,
% Hardy-Weinberg V-4 /5 , T H SR ERFE, 4
By K, £FBHEE A SPSS13 it ik
4403
2 BB

DRD4-521C—T XRAERM R BEBHEFR
BEEEMHE(RE L), BRIERRANEREERE
BRBAHR(RE ), HALBRERTREITEFREX
(¥’ =3.79,P>0.05) , % EE IR (NE2) ,MA
HBRERTLIH¥BX( =3.38,P>0.05),

10 20 30 40
ACGGGCG TGG AGGGCGC GCACGAGGTCGAGGCG:!

B 1 CCR2Val6dlle RH B M (LA LHHE) -
21 BEGRRARGELEEREARARIF [n(%)]
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A ik T TC cC

BEHRHBAL 9%  33(36.7) 42(46.7) 15(16.6)
ARt 88 45(51.1)  32(36.4) 11(12.5)

%2 REEBARARRBEELEFRECERIH(0(%)]

4“5l Lk T [

B RAHMEAL 180 108(60.0) 72(40.0)
R EES Y 176 122(69.3) 54(30.7)

3 g .

3.1 2BEERZESSLMEMENES M ERT
2, AEEHILE R R LA AR
HABSLES, HLNEEERES AR
B4 AR D RFERFRBENEE . 28
B SE EERE D MPERFREEOEEE
M, EREXSBRBIFEXR, 7B, ZEESTF
SIRIhEBL R ZEXEEN , MM R MR R kT
ARSI EL R TEHT s WAL 2 B Rk AT AR e B R
BER, e E S BNEBHEMX, Bit, X0k
FES5RENERAN T A BN EERXR,
3.2 2003 4F Yoshiji & 2 E A4 1 123 B#
(CEH4E# R 59.3 &) F 1 105 ok (CFHER K
59.15 %) AT AU REPEBA U BR 7, 45 51 - X T B 4%,
DRD4-521C—T CC BIBFFE X RHAEH K I EHE
BB AT Ward’ s =K EHEH TT 2A CC
RIGME ; Xt T4t , DRD4-521C—T H BB HEE
5. %GR %Y, DRD4 W BN H A B R EEE
FRBHA RN

3.3 ZEEWN,BENT DRD4-521C-T 5EHFH
EHAUHHRARE, AETIH, APFREREHN
HIX 60 % A EEBEB R KT RS E R
BEEBHENFRXR, FiT DRD4-521C-T 548
MR EEBHEBRBENRXR, SRER, BN
REEBEREEM TT.TC # CC HXLEIHHEER,
HEMBHET M CHRELHEER, M ARG
DRD4 M b X E4 B H R R 1B KB I &L
BEE, ZER S A AREE Yoshiji W RERHA
—3, TEEWERE UTILA:H— BEEIR
AEERNEW, ESER S5 KE RE. S
HREBREE R, KRS Yoshiji HH5E M AREF
BEREBR K (AR ABLER R T3.23 %,
Yoshiji TR B EAT FHER R 59.3 %) ;551
R AE RE HERRREENEEE
MR HT T, AR R EN X 2ES
#: DR 5SBEEEMXRR. K-, xHRNUEEE
BRI RERE KA, SR AT EHE
HIE . XK R BRI R RIERE M
ERHMBAABTE TR, BRERERETL
TEEETTEN B T REL, SBHANSET
$XER, K= FMRAHERMD, HAENARE
MK ZERE, B4ULER,SEHFRRNE
WA R, R ESIHHF I, EHPEHAER,
#—#H B3 DRD4 5EHBEENXR,
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[HE] By HERATRARABFREHEFBAREHTERRTOEERTIN. A * 11 fiKE
BFBAH T B S RN B HEATIER AT, B R T AR X R A RMT ISR A S MR 47 U
RimBRAENFE, WREESTHENEL, &R BEEBRTEHEZE/N, ULSN fER/N, UL-LL %
AR HAB/N, BEAEA, BEHEFOURE, UL ERDERIT¥BEEN(P<0.05), MEETR
FLRE B FEnsER LTINS RESERTHEERLRITEEN(P > 0.05), i
FRRBRBHTBABARE 2 EHRTRER SR TR A RRRKARNE, T AR AR BE, 5
BELOEMEE LA TURMER.
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The effects of orthodontic treatment on periodontal patients with tooth migration LU Yu,HE Hong, WANG

Zeng-quan, et al. Department of Orthodontics, Foshan Stomatology Hospital ,School of Medicine , Foshan University,
Foshan 528000, China
[Abstract] Objective To evaluate the effects of the orthodontic treatment on the periodontal patients with

tooth migration. Methods Periodontal indices,X-ray analysis, model analysis, soft tissues analysis and questionnaire
analysis were used. The changes of malocclusion and periodontal health before and after orthodontic treatment were
compared. Results The patients’ periodontal health were maintained;the overjet and overbite were decreased. The
facial balance self-confidence were improved. Conclusion  Orthodontic treatment could correct the malpositioned
teeth, maintain the periodontium conditions and gain the positive psychological effect for the patients.

[Key words] Orthodontic treatment; Periodontitis; Tooth migration



