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[ Abstract |

Mitochondria plays a central role in energy production and fuel utilization. Disordered mitochon-

drial function can impact whole-body metabolic homeostasis. As a transcriptional coactivator, peroxisome proliferator-

activated receptor -y coactivator-la (PGC-1a) is essential for the mitochondria energy metabolism. This review focu-

ses on the role of PGC-1a in mitochondria energy metabolism and the effect on it after dealing with the PGC-1a trans-

genic mice of overexpression,null and knock-out.
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