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The new tool of molecular genetics research: bacterial two-hybrid system combined with DNA site-directed

mutagenesis techniques
Guangxi Zhuang Autonomous Region, Nanning 530021, China
[ Abstract |

LU Wen-sheng, CHENG Hua. Department of Endocrinology, the People’ s Hospital of

Bacterial two-hybrid system and DNA site-directed mutagenesis technique have become important

technical means of disease molecular genetics research. In this paper, the united technique of bacterial two-hybrid

system and DNA site-directed mutagenesis technique in recent years was briefly reviewed.
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