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[ Abstract] Objective To explore the expression of long chain noncoding RNA-ROR (IncRNA-ROR) in the
serum of the patients with chronic heart failure( CHF) and its clinical significance. Methods The expressions of In-
c¢RNA-ROR in the serum of 25 healthy subjects( control group) and in 109 patients with CHF were detected by Real-
time PCR. The correlation between the expressions of IncRNA-ROR and NT-proBNP, left ventricular end-diastolic di-
ameter and left ventricular ejection fraction was analyzed. Results The expression of IncRNA-ROR in the CHF pa-
tients was significantly higher than that in the control group( P <0.05). The expression of IncRNA-ROR was posi-

tively correlated with cardiac functional grading of CHF, left ventricular end-diastolic diameter and NT-proBNP, and
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was negatively correlated with left ventricular ejection fraction( P <0.05). Conclusion The expression of IncRNA-

ROR is related to the severity of heart failure. IncRNA-ROR is expected to be a biomarker for early diagnosis of CHF.
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