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Exploring potential mechanisms of Spatholobus Suberectus Dunn in treatment of aplastic anemia based on
network pharmacology TAN Hong-di, LU Yi, WAN Yan-ni, et al. Department of Pharmacy, Affiliated Hospital of
Youjiang Medical College for Nationalities, Baise 533000, China

[ Abstract] Objective To explore the potential mechanisms of Spatholobus Suberectus Dunn in treatment of
aplastic anemia( AA) by using network pharmacology. Methods The active components and target genes of Spatholobus
Suberectus Dunn were obtained through the Traditional Chinese Medicine Systems Pharmacology Database and Analysis
Platform( TCMSP) , and the relevant target genes of AA were retrieved through the GeneCards database, and the Venn
diagram was used to analyze their intersection. GO functional enrichment analysis and KEGG pathway enrichment analysis
were performed on key targets by using R software. The drug-active ingredient-key target-pathway-disease network was
constructed by using Cytoscape 3. 8. 2 software. Results Twenty-four active ingredients were obtained through TCMSP
screening, and their 56 corresponding target genes were identified. One thousand six hundred and sixty-five disease target
genes of AA were retrieved from the GeneCards database. The results of Venn diagram analysis showed that there were
21 intersecting target genes. Based on the 21 key target genes, a total of 1 052 enrichment results were obtained by GO
functional enrichment analysis, including 1 012 biological processes(BP), 13 cellular components(CC) , and 27 molecular
functions (MF). A total of 70 signaling pathways were obtained by KEGG pathway enrichment analysis, and the main
pathways included apoptosis, p53 signaling pathway, AGE-RAGE signaling pathway in diabetic complications, and disease-

related pathways such as viruses, cancer, and infectious diseases. Conclusion Spatholobus Suberectus Dunn plays
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a role in the treatment of AA through the interaction of multiple components, multiple targets and multiple pathways, which

provides a reference for further exploring the mechanisms of Spatholobus Suberectus Dunn in the treatment of AA.
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