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[ Abstract ]

fests as abnormal glucose metabolism during pregnancy and causes profound effects on pregnant women and their fetuses.

Gestational diabetes mellitus( GDM) is one of the common complications of pregnancy, which mani-

Physiological changes in the number and type of intestinal flora occur during pregnancy, and numerous studies have showed
that changes in the diversity and abundance of intestinal flora are potential contributing factors to the development of GDM.
In this paper, we review the literature on the changes in intestinal flora of women with GDM.

Gestational diabetes mellitus ( GDM) ; Endotoxin; Insulin resistance;
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[ Abstract] As an emerging detection technology, liquid biopsy is mainly used to take samples of patients’ blood,
urine, saliva and other body fluids by a non-invasive or minimally invasive way to detect cancer markers in them for diag-
nosis, prognosis assessment and follow-up. Liquid biopsy technique has important clinical significance for the early diag-
nosis, individualized treatment and improvement of prognosis of breast cancer. This paper introduces the research pro-
gress of liquid biopsy in breast cancer from the aspects of circulating tumor cells( CTCs) , circulating tumor deoxyribo-
nucleic acid( ctDNA) and micro ribonucleic acid( microRNA, miRNA).

[ Key words] Liquid biopsy; Breast cancer; Circulating tumor cells(CTCs) ;  Circulating tumor deoxyribo-
nucleic acid( ctDNA) ;  Micro ribonucleic acid( microRNA, miRNA)
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